Atty Dkt. No.: 10050560-1 
USSN: 10/032,281 



AMENDMENTS TO THE CLAIMS 



Please amend the claims as shown below. A complete listing of the claims, 
including their current status, is set forth below. 

1. (Currently Amended) A method of identifying a region of a genome 
of a cell to which a protein of interest binds, comprising the steps of: 

a) crosslinking DNA binding protein in the cell to genomic DNA of 
the cell, thereby producing DNA binding protein crosslinked to genomic DNA; 

b) generating DNA fragments of the genomic DNA crosslinked to 
DNA binding protein in a), thereby producing a mixture comprising DNA 
fragments to which DNA binding protein is bound; 

c) removing a DNA fragment to which the protein of interest is 
bound from a first portion of t he mixture produced in b); 

d) separating the DNA fragment identified-in of c) from the protein 

of interest; 

e) amplifying labeling t he DNA fragment of d) with a first 

fluorescent label ; 

q idling a second tmrtion of t h » mixture produced in b) with 

a *«>r.ond fluorescent label to p roduce a control sample; 

gjf) combining the DNA fragment of e) and the control sample 
off) with a DNA microarray comprising sequences that detect interqenic 
regions more than ono O LU uencc rn mpl oinu ntary t o m n r r than one int o r go n ir 
icy i un of more thnn n nu tranocrib od r eg ion of gon n m i r, DNA of the c el l 
w l.uun e ach s e quenc e i n l o cated at a p n rt io ulur spot on th o DNA m i cro ti rmy 
a n d is an intorgoni r fm gm ent, whor oi n th e G cqucncoc nr o acroos a p n rt io n o f 
the genomo of tho roll, under conditions in which nucleic acid hybridization 
b e tween tho DMA fragment and tho ooqucncoc complementary t o th* 
i ntorgonic regions of tho genomic DNA occurs; and 

h) comparing r~*"lte obtained from said first fluorescent label to 
rncnif. obtained fro m **™ second fluorescent label to identify § ) 
identifying-the sequences ofe ^ ouii . M lc iii u ii tary t o th n i nt o rgonic rogionr o f 
genomic DNA off) to which the DNA fragment hybridizes, 
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whereby the region identified in hj §} is- indicates the region of the 
genome in the cell to which the protein of interest binds and tho port i on of tho 
genomo is e xam i n e d to dotorm i ne wher e the prot ei n of i nt e r e st b i nds . 

2. (Original) The method of Claim 1 wherein the cell is a eukaryotic cell. 

3. (Original) The method of Claim 1 wherein the protein of interest is 
selected from the group consisting of: a transcription factor and an oncogene. 

4. (Original) The method of Claim 1 wherein the DNA binding 
protein of the cell is crosslinked to the genome of the cell using formaldehyde. 

5. (Original) The method of Claim 1 wherein the DNA fragment of c) to 
which is bound the protein of interest is identified using an antibody which binds to 
the protein of interest. 

6. (Original) The method of Claim 1 wherein the DNA fragment of e) is 
amplified using ligation-mediated polymerase chain reaction. 

7. Canceled. 

8. (Previously Presented) The method of Claim 1 further comprising: 
h) comparing the sequences identified in g) with a control. 

9. - 14. (Canceled) 

15. (Previously Presented) The method of Claim 1 wherein after the DNA 
fragment is separated from the protein of interest, the DNA fragment is labeled with a 
fluorescent dye. 

16. (Previously Presented) The method of Claim 1 5 wherein the 
fluorescent dye is selected from the group consisting of: Cy5 and Cy3. 
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17. (Previously Presented) The method of Claim 1 wherein the DNA 
fragments are generated using shearing conditions. 

18. -86 (Cancelled) 

87. (Previously Presented) The method of Claim 1 further comprising: 
(h) identifying a DNA binding site of the protein of interest in the region 

identified in g) wherein the protein of interest is a transcription factor. 

88. (Previously Presented) The method of Claim 1 , wherein said 
sequences are across a chromosome and the chromosome is examined to 
determine where the protein of interest binds. 

89. (Cancelled) 

90. (Previously Presented) The method of Claim 1 , wherein said 
amplifying comprises non-specifically amplifying. 

91 . (Previously Presented) The method according to Claim 90, wherein 
said non-specifically amplifying is by ligation-mediated polymerase chain reaction 
(LM-PCR). 

92. (Previously Presented) The method according to Claim 1 , wherein 
said array contains spots representing all of the genome of said cell. 
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